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FIGURE 1 

MAAAAGNRASSSGFPGAR 18 

gagaaa ATG GCG GCG GCG GCG GGG AAT CGC GCC TCG TCG TCG GGA TTC COG GGC GCC AGG 60 

ATSPEAGGGGGALKA SSAPA 38 

GCT ACG AGC OCT GAG GCA GGC GGC GGC GGA GGA GCC CTC AAG GCG AGC AGC GCG CCC GCG 120 

AAAGLLREAGSGGRERADWR .58 

GCT GCC GCG GGA CTG CTG CGG GAG GCG GGC AGC GGG GGC CGC GAG CGG GCG GAC TGG CGG 180 

RRQLR KVRSVELDQLPEQPL 78 

CGG CGG CAG CTG CGC AAA GTG CGG AGT GTG GAG CTG GAC CAG CTG CCT GAG CAG CCG CTC 240 

FLAASPPASSTSPSPEPADA 98 

TTC CTT GCC GCC TCA CCG CCG GCC TCC TCG ACT TCC CCG TCG CCG GAG CCC GCG GAC GCA 300 

AGSGTGFQPVAVPPPHGAAS 118 

GCG GGG AGT GGG ACC GGC TTC CAG CCT GTG GCG GTG CCG CCG CCC CAC GGA GCC GCG AGC 360 

RGGAHLTESVAAPDSGASSP 138 

CGC GGC GGC GCC CAC CTT ACC GAG TCG GTG GCG GCG CCG GAC AGC GGC GCC TCG AGT CCC 420 

AAAEPGEKRAPAAEPSPAAA 158 

GCA GCG GCC GAG CCC GGG GAG AAG CGG GCG CCC GCC GCC GAG CCG TCT CCT GCA GCG GCC 4 80 

PAGREMENKETLKGLHKMDD 178 

^CCC GCC GGT CGT GAG ATG GAG AAT AAA GAA ACT CTC AAA GGG TTG CAC AAG ATG GAT GAT 540 

r.nRPEERMIREKLKATCMPAWK 198 

— CGT CCA GAG GAA CGA ATG ATC AGG GAG AAA CTG AAG GCA ACC TGT ATG CCA GCC TGG AAG 600 

^^HEWLERRNRRGPVVVKPIPV 218 

=K,jCAC GAA TGG TTG GAA AGG AGA AAT AGG CGA GGG CCT GTG GTG GTA AAA CCA ATC CCA GTT 660 

"jyKGDGSEMNHLAAE S PGEVQA 238 

£AAA GGA GAT GGA TCT GAA ATG AAT CAC TTA GCA GCT GAG TCT CCA GGA GAG GTC CAG GCA 720 

^SAASPAS KGRRS PS PGNS PS 258 

E AGT GCG GCT TCA CCA GCT TCC AAA GGC CGA CGC AGT CCT TCT CCT GGC AAC TCC CCA TCA 780 

^GRTVKSES PGVRRKRVSPVP 278 

k-GGT CGC ACA GTG AAA TCA GAA TCT CCA GGA GTA AGG AGA AAA AGA GTT TCC CCA GTG CCT 840 

fU 

:~FQSGRITPPRRAPSPDGFSP 298 

''•^TT CAG AGT GGC AGA ATC ACA CCA CCC CGA AGA GCC CCT TCA CCA GAT GGC TTC TCA CCA 900 

S PEETNRRv'nKVMRARLYL 318 

^AT AGC CCT GAG GAA ACA AAC CGC CGT GTT AAC AAA GTG ATG CGG GCC AGA CTG TAC TTA 960 



LQQIGPNSFLI 
CTG CAG CAG ATA GGG CCT AAC TCT TTC CTG ATT 

RVFIGPQNCSC 
CGG GTG TTT ATT GGG CCT CAG AAC TGC AGC TGT 

LFVMLRVFQLE 
CTA TTT GTG ATG CTC CGG GTG TTT CAA CTA GAA 

TLKNFEVESIiF 
ACT TTA AAG AAT TTT GAG GTT GAG AGT TTG TTC 

RIKAPSRNTIQ 
AGG ATC A/VA GCT CCA TCT CGT AAC ACC ATC CAG 

HTLSSSSTSTS 
CAT ACA TTG TCA TCA TCT AGT ACT TCT ACG TCT 

EEQMCPICLLG 
GAG GAA CAG ATG TGT CCT ATT TGC TTG TTG GGC 



GGDSPDNKY 338 

GGA GGA GAC AGC CCA GAC AAT AAA TAC 1020 

ARGTFCIHL 358 

GCA CGT GGA ACA TTC TGT ATT CAT CTG 1080 

PSDPMLWRK 378 

CCT TCA GAC CCA ATG TTA TGG AGA AAA 1140 

QKYHSRRSS 398 

CAG AAA TAT CAC AGT AGG CGT AGC TCA 1200 

KFVSRMSNS 418 

AAG TTT GTT TCA CGC ATG TCA AAT TCT 1260 

SSENSIKDE 438 

AGT TCA GAA AAC AGC ATA AAG GAT GAA 1320 

MLDEESLTV 458 

ATG CTT GAT GAA GAA AGT CTT ACA GTG 1380 
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CEDGCRNKLHH 
TGT GAA GAG GGC TGC AGG AAC AAG CTG CAC CAC 

CRRNREPLICP 
TGT AGA AGA AAT AGA GAA CCT TTA ATA TGT CCC 

DFYSHELSSPV 
GAT TTC TAG AGO CAC GAG TTG TCA AGT CCT GTG 

QQQTVQ QQPLA 
CAG CAG CAA ACC GTA CAG CAG CAG CCT TTG GCT 

FNLTHYGTQQI 
TTT AAC CTT ACT CAT TAT GGA ACT CAG CAA ATC 

PWIQVFGMELV 
CCA TGG ATT CAG GTG TTT GGA ATG GAA CTC GTT 

VREMALRRLSH 
GTG AGA GAG ATG GCC CTC AGG CGT CTT TCC CAT 

NGESTGNSGGS 
AAT GGG GAG AGC ACT GGA AAT TCT GGG GGC AGC 

tsgssqtsisg 
pacc agt ggg tct tcc cag acc agt atc tca gga 

^Bls mvcadpvyk 
01 ctg tca atg gtc tgt gct gac cct gtc tag aaa 

'^=^ramlvytpchs 

S|aGA GCC ATG CTG GTA TAT ACT CCT TGC CAC AGT 

^ZfLLQPVVDTILV 
yJCTT CTC CAG CCA GTT GTA GAC ACC ATC CTA GTC 

^""SQLSISTLLEL 
7 AGT CAG CTG TCC ATA TCA ACA CTG TTG GAA CTG 

f'^jVGREILKAGSI 
HSTT GGC AGA GAA ATA. CTA AAA GCT GGA TCC ATT 

^.eNCILGNQTESN 
^4^T TGT ATT CTT GGA AAC CAA ACT GAA TCA AAC 

DCLIDRLLLEFP 
TGT CTT ATA GAT AGA CTG TTG TTG GAA TTT CCT 

TDVSQAEPVEI 
ACT GAT GTT TCA CAA GCT GAG CCT GTT GAA ATC 

TFALQSIDNSH 
ACC TTT GCT TTG CAG TCC ATT GAT AAT TCC CAC 

lYLSSA .RMVTT 
ATC TAG TTG AGT TCT GCA AGA ATG GTT ACT ACA 

EMLSVSSSTHF 
GAA ATG CTG AGT GTT TCC AGT TCC ACT CAC TTC 

lADEVEIAEAI 
ATT GCA GAT GAG GTG GAA ATT GCC GAA GCC ATC 

GQQDSFLQASV 
GGT CAA CAG GAC AGC TTC TTG CAG GCA TCT GTT 

NSSPECTVHLE 
AAC AGT TCC CCT GAG TGC ACA GTC CAT TTA GAG 



HCMS IWAEE 478 

CAC TGC ATG TCA ATT TGG GCA GAA GAG 144 0 

LCRSKWRSH 498 

CTT TGT AGA TCT AAG TGG AGA TCT CAT 1500 

DSPSSLRAA 518 

GAT TCC CCT TCT TCC CTC AGA GCT GCA 156 0 

GSRRNQESN 538 

GGA TCA CGA AGG AAT CAA GAG AGC AAT 1620 

PPAYKDLAE 558 

CCT CCT GCT TAG AAA GAT TTA GCT GAG 1680 

GCLFSRNWN 578 

GGC TGC TTA TTT TCT AGA AAC TGG AAT 174 0 

DVSGALLLA 598 

GAT GTC AGT GGG GCC CTG CTG TTG GCA 1800 

SGSSPSGGA 618 

AGT GGA AGC AGC CCG AGT GGG GGA GCC 1860 

DVVEACCSV 638 

GAT GTG GTG GAG GCA TGC TGC AGC GTT 1920 

VYVAALKTL 658 

GTG TAC GTT GCT GCT TTA AAA ACA TTG 1980 

LAERIKLQR 678 

TTA GCG GAA AGA ATC AAA CTT CAG AGA 2040 

KCADANSRT 698 

AAA TGT GCA GAT GCC AAT AGC GGC ACA 2100 

CKGQAGELA 718 

TGC AAA GGC CAA GCA GGA GAG TTG GCA 2160 

GIGGVDYVL 738 

GGT ATT GGT GGT GTT GAT TAT GTC TTA 2220 

NWQELLGRL 758 

AAT TGG CAA GAA CTT CTT GGC GGC CTT 2280 

AEFYPHIVS 778 

GCT GAA TTT TAT CCT CAT ATT GTC AGT 234 0 

RYKKLLSLL 798 

AGG TAT AAG AAG CTG CTG TCC CTC TTA 2400 

SMVGKLSRR 818 

TCA ATG GTT GGC AAA CTT TCC AGA AGG 2460 

VPHV FSKLL 838 

GTA CCC CAT GTG TTT TCA AAA CTG TTA 2520 

TRMRRRLMA 858 

ACC AGG ATG CGT CGC CGT TTG ATG GCT 2580 

QLGVEDTLD 878 

CAG TTG GGC GTA GAA GAC ACT TTG GAT 2640 

PNNYLETTE 898 

CCC AAC AAC TAT CTG GAA ACC ACA GAG 2700 

KTGKGLCAT 918 

AAA ACT GGA AAA GGA TTA TGT GCT ACA 2760 
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KLSASSEDISE 
AAA TTG AGT GCC ACT TCA GAG GAC ATT TCT GAG 

SSSTTTTTTTT 
TCT AGT TCA ACA ACA ACA ACA ACA ACA ACA ACA 

KGRPHSQCLNS 
AAA GGC AGA CCC CAC AGT GAG TGT TTG AAC TCC 

MFPALSTPSSS 
ATG TTT CCA GCC TTG TCA ACC CCT TCT TCT TCT 

TDVSKHRLQGF 
ACA GAT GTC TCT AAG CAT AGA CTT CAG GGA TTC 

PQTQRKFSLQF 
CCT CAA ACA CAG CGC AAG TTT TCT CTA CAA TTC 

SDKLSPVFTQS 
TCA GAT AAA CTT TCC CCA GTC TTT ACT CAG TCA 

R P K P S R P T P G N 
AGG CCA AAG CCA TCT AGA CCT ACC CCA GGT AAT 

NSMTLDLNSSS 
,:r.=^AAT AGC ATG ACA CTT GAT CTG AAC AGT AGT TCC 

iflSNSSNAVIPSD 
pAGC AAT AGT AGT AAT GCT GTT ATA CCC AGT GAC 

tflKCRLDVNTELN 
SJAAA TGC AGA TTA GAT GTC AAT ACA GAG CTC AAC 

"^^SMPSSDTTVTF 
CtCT ATG CCT TCA AGT GAT ACA ACA GTA ACT TTT 

fn 

^^EKAENDDTYKD 
s GAA AAG GCT GAA AAT GAT GAT ACC TAG AAA GAT 

'pr^EKMEAEEEEAL 
N3AG AAG ATG GAA GCT GAA GAA GAA GAA GCT TTA 

LIq D A L P I V P Q L Q 
^tAG GAT GCC CTC CCC ATA GTT CCT CAG CTG CAG 

QIQQDTPETLPG 
■^ATT CAA CAG GAT ACA CCA GAG ACT CTA CCA GGA 

EDTEWLKGQQI 
GAA GAC ACT GAA TGG CTG AAA GGT CAA CAG ATA 

QAQDVGTGTLM 
CAG GCT CAA GAT GTG GGA ACT GGA ACT TTA ATG 

NT -SSEQEEVVE 
AAC ACA TCT TCT GAG CAA GAA GAA GTA GTA GAA 

SHLNHPNI IRM 
AGC CAT CTG AAT CAT CCA AAC ATC ATT AGG ATG 

YNLFIEWMAGG 
TAC AAT CTC TTC ATT GAA TGG ATG GCA GGG GGA 

GAFKESVVINY 
GGA GCC TTC AAA GAA TCA GTA GTT ATT AAC TAC 

YLHENQIIHRD 
TAT CTC CAT GAA AAC CAA ATC ATT CAC AGA GAT 



RLASISVGP 938 

AGA CTG GCC AGC ATT TCA GTA GGA CCT 2820 

EQPKPMVQT 958 

GAG CAA CCA AAG CCA ATG GTT CAA ACA 2880 

SPLSHHSQL 978 

TCT CCT TTA TCT CAT CAT TCC CAA TTA 294 0 

TPSVPAGTA 998 

ACC CCA TCT GTA CCA GCT GGC ACT GCA 3000 

IPCRIPSAS 1018 

ATT CCC TGC AGA ATA CCT TCT GCA TCT 3060 

HRNCPENKD 1038 

CAC AGA AAC TGT CCT GAA AAC AAA GAC 3120 

RPLPSSNIH 1058 

AGA CCC TTG CCC TCC AGT AAC ATA CAC 3180 

TSKQGDPiSK 1078 

ACA AGT AAA CAG GGA GAT CCC TCA AAA 3240 

KCDDSFGCS 1098 

AAA TGT GAT GAC AGC TTT GGC TGT AGC 3300 

ETVFTPVEE 1118 

GAG ACA GTG TTC ACC CCA GTA GAG GAG 3360 

SSIEDLLEA 1138 

TCC AGT ATT GAG GAC CTT CTT GAA GCA 3420 

KSEVAVLSP 1158 

AAG TCA GAA GTT GCT GTC CTG TCT CCT 34 80 

DVNHNQKCK 1178 

GAT GTG AAT CAT AAT CAA AAG TGC AAA 3540 

AIAMAMSAS 1198 

GCA ATT GCC ATG GCA ATG TCA GCG TCT 3600 

VENGEDIII 12.18 

GTT GAA AAT GGA GAA GAT ATC ATC ATT * 3660 

HTKAKQPYR 1238 

CAT ACC AAA GCA AAA CAA CCG TAT AGA 3720 

GLGAFSSCY 1258 

GGC CTT GGA GCA TTT TCT TCT TGT TAT 3780 

AVKQVTYVR 1278 

GCT GTT AAA CAG GTG ACT TAT GTC AGA 3840 

ALREEIRMM 1298 

GCA CTA AGA GAA GAG ATA AGA ATG ATG 3900 

LGATCEKSN 1318 

TTG GGA GCC ACG TGT GAG AAG AGC AAT 3960 

SVAHLLSKY 1338 

TCG GTG GCT CAT TTG CTG AGT AAA TAT 4020 

TEQLLRGLS 1358 

ACT GAA CAG TTA CTC CGT GGC CTT TCG 4080 

VKGANLLID 1378 

GTC AAA GGT GCC AAT TTG CTA ATT GAC 414 0 
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STGQRLRIADFGAAARLASK 1398 
AGC ACT GGT GAG AGA CTA AGA ATT GCA GAT TTT GGA GOT GCA GCC AGG TTG GCA TCA AAA 4200 

GTGAGEFQGQLLGT lAFMAP 1418 
GGA ACT GGT GCA GGA GAG TTT CAG GGA CAA TTA CTG GGG ACA ATT GCA TTT ATG GCA CCT 4260 

EVLRGQQYGRSCDVWSVGCA 1438 
GAG GTA CTA AGA GGT CAA CAG TAT GGA AGG AGC TGT GAT GTA TGG AGT GTT GGC TGT GCT 4320 

I lEMACAKPPWNAEKHSNHL 1458 
ATT ATA GAA ATG GCT TGT GCA AAA CCA CCA TGG AAT GCA GAA A7^ CAC TCC AAT CAT CTT 4380 

ALI FKIASATTAPS I PSHLS 1478 
GCT TTG ATA TTT AAG ATT GCT AGT GCA ACT ACT GCT CCA TCG ATC CCT TCA CAT TTG TCT 4440 

PGLRDVALRCLELQPQDRPP 1498 
CCT GGT TTA CGA GAT GTG GCT CTT CGT TGT TTA GAA CTT CAA CCT CAG GAC AGA CCT CCA 4500 

SRELLKHPVFRTTW* 1512 
TCA AGA GAG CTA CTG AAG CAT CCA GTC TTT CGT ACT ACA TGG TAG ccaattatgcagatcaa 4562 

ctacagtagaaacaggatgctcaacaagagaaaaaaaacttgtggggaaccacattgatattctactggcca 4634 
tgatgccactgaacagctatgaacgaggccagtggggaacccttacctaagtatgtgattgacaaatcatga 4706 
tctgtacctaagctcagtatgcaaaagcccaaactagtgcagaaactgtaaactgtgcctttcaaagaactg 4778 
gccctaggtgaacaggaaaacaatgaagtttgcatgactaaattgcagaagcataattttatttttttggag 4850 
p cactttttcagcaatattagcggctgaggggctcaggatctattttaatatttcaattattcttccatttca 4922 
tatagtgatcacaagcagggggttctgcaattccgttcaaattttttgtcactggctataaaatcagtatct 4994 
gcctcttttaggtcagagtatgctatgagtagcaatacatacatatatttttaaaagttgatacttctttat 5066 
- ' gacccacagttgacctttattttcttaaataccagggcagttgtggctcattgtgcattttactgttggccc 5138 
^fl attcatttcgtttttggaaattatggttttgtattttcatgtttatttacattcatttttgtttattcaggg 5210 
-J aaagctgatcttttttttcaaaccaaaaaaaaaaa 5245 

m 
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AF042838 
MEKKlhumvi 
MEKKlrat 
MEXKlirause 




AF042838 
MEKKlhuran 
MEKKLrat 
^EKKlJnouse 

AF042838 

MEKKLhuran 

MEKKlrat 

MEKKlmouse 

AF042838 
hEKKlhixnan 
^EKICLrat 
MEKKlirouse 

AP042838 
MEKKUuitTan 

MEKKlBieuse 

AF04@l8 

MEKKrat 

fill 

AP042838 
MEKfoSran | 
MEKKteat 
MEKKfirouse I 



AP04^8 
FEKKlJfCUSe 



AF04282^ 
FEKKlhEtTan 



rSrSRRVNKW.-RARLVIIjQQIGE^^^ 



3RW^IQKFVSrc•S^ISHII5SSSISreSSE^ISIKDEEB^^ 
3Rr^IQKFVSR^E^IS^m5SSSISISSSEI^SIKDEE3^^ 
3RmQKFVSFI-Sr^HII£SSSISISSSE^SIKrEEaCT 
Sra^OKFVSR^SNSHIIgSSgl^SSENSIK^^ 



384 
403 
393 
398 

486 
505 
495 
500 




VQQQ^ ASa RR^?^5S^7NLiTHyGIQ^IPPAYK^LAER^^IQVK^^ 



587 
606 
597 
g 602 




U3Q3AGEIAV3REILKAGSIGVQGV^^ 

a3ro^GEIAV^s^EI^<^GSIGVi^G^CTVL9CT^^ 



791 
810 
801 

ly^TM.c; 1 i.tf tt^tt 806 



AP042838 
MEtOGiunan 
MEKKlrat ^ 
MEKKliiDUSe 




AF042838 
KQ<KlhLJiian 
MEKKlrat 
MEISQjnouse 

AF042838 
MQaOhutan 
MQCKLrat 
ME3<Klnrx2se 

AF042838 

MEKKlhixmn 

MEKKlzat 

MEJOCLmcxise 



IIIQQOrPSILK^KnCAKQFfREEnH-JLK^MIGL^ 

. w^»T r^f 'r^rr>^f\/'ir^.rr KTim^rTTTrkT /^^TVCVC^' 



:ii32QYGr£aj//S'\o::MiE-?j::^^ 
LR33QyGRSCi7//SV!33^iE:-iv::AKP?/r^^ 

IJ^aOOYGRSCir^.'JSVGCAIIEI^CAKPHv^^ 



U99 
1216 



1301 
1318 
1299 
1299 

1403 
1420 
1401 
1401 

1495 
1512 
1493 
1493 
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